S1 Fig. Genes upregulated only in microglia and not astrocytes.
Genes whose mRNA expression was upregulated or downregulated in microglia but not astrocytes were graphed according to their average fold increase in microglia. All genes are presented (partial graph of genes is shown in Fig. 3 ). Data for astrocytes are also shown. Data are the mean fold increase relative to mockinfected samples for each cell type. n = 6 for each group including mock groups. Green bars indicate the relative increase over the range of all upregulated genes with a high value of 17.2 (Marco) and a low value of -8.90 (Rgs2). 
